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AT BXRETRAREF—HKA SSR F1 ISSR 4347

OB, BRER, whE, KEE, REX, AT, k¥ W,

ERE, A W

(1. BWgREReE K= Sy

FBe, L 2013065 2. {LIREIBHK IS, 1L75 mil 226007 )

& ZE: FIMH 9 XF SSR 5|97 6 4% ISSR 5|9 X VL7548 SC s R A G IR AL
HPMREUSEF RA (S S PR # PY RR) REF—-R(OR A
FARMER=ERAIBES AL REF R RF R EZAEF R RFY, &
TG RANEREW N HTE YF,) #IT3RESHEEEN, 9 XTI E
FIYFESCEE 5 MR ZSE R & (PIC) 7£0.643 0 ~0.704 9 Z 8], /WA
EE(N,)FE0.7455~0.794 6 Z &) , BB & (N, ) #0.7175~0.752 0, 6
ZKISSR 5|7 5 NP ERPEZEMEAE RN 92.11% ~97.37%,
Shannon ZHEHFEE(T) PR &~ 0.503 3,RF, Y &K K 0.412 6, FFpIRiC
PERTRENESSY. 54 . 87%6F4 ML, BraERrsE etk
YR REBEEN, BRPREXT 5 M SUGBRN R B REAR—F0S5 M
R RWIRE, L5e A SO R FR 8 —2%, B RF, R B#AF0 RF, Y Bk
R, AEHES PR BFARE—E; A ERARSA M EHTFR I —
2,00 PY BHAS YF, BAR &, BREZ—B N —HK. BENE, FMiR
TEFTRIN Y BRI AR R —K 7, R A — R E , KRS HHK PR
IR BRI KT, AT AR ST T —RA T EHEES

FEE 7 F AW B G & &, DNA 43 FF5

Z WM E B

HR=A: BRI
BEZHERRZE S
TEXT B A BT HEAR
KREBERIIR , A
EEXT HAT I, S5 B X
BB RET,MNER
SRR ARG S
BEME 17, B 20 & ik
FRE AR, Lo
Pk R, HEER
(e Tt iy
=,

XEW: wh; EF;
SSR; ISSR
HESES: S917
XEFRE: A

1994 4E,

EEARMHELEEHR S BHAFHRE, B 20
e 80 4EM LA, S5 ¥ T RFLP, RAPD,
AFLP SRAP | SSR.ISSR # SNP %t £ F 73T #r
18,382 AT YR 2RI Bt
Vi Py ) 3 I L IR ) (S A S R

SSR ( simple sequence repeat) J&—JSPL 2 ~5
MEHBR N FEA AL, Z B ECE E K DNA Jp
P, BERELZ AT HYS BB ARE,
ZEMEEE T REFI A, B SO B AL B35
IR A % AL bR 1T QTL 2 Bl 73 hm 0 i Bh
TR I o T A 38 4% 70 S 0 Rl B (1) 32 1% L 46

R EHA: 2012-12-31 f&E H#A: 2013-03-14

ZIETKEIWITCZ %763 D24 Fhnic KA E &
J&T 5 —F4rF4Hric ISSR (inter-simple sequence
repeat) . FHIEA I : 4R SSR DNA 35|
¥y, 7 PCR JZ i p B 9 38 19 inter SSR [X 38 1) £
AR A 3k 3R TR s A e e Wk A5 DAY, 1 3
WAL BRI

E A, FF SO B R SRR T 1 4 FAie
A ML, n SSRM . RAPD™ [ISSRP! AFLP™ |
SRAP 4 (H L Bt SO B AR BHA I GE . 6 F
AR, BB X A AR B A s A SRR, 2
B TR AL 2R AT BU b R IR . ABFSE

EEWHE : MLHARHE TR (BE2010317 . P12010 - 50) 5 3438 i Mk BHE BRI B (AS2010021 ,HL2011016 ) ; RE R v
BFFETHRITH (BK2012021) 5 LT #E & RS AR E (150701)
EERIAr: K K5 (1986—) , 5, WILBFIEAE B 987 Il g A )% . E-mail : zhengpei09@ 163. com
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GEE AR A U B AR, W E KA
BHFARBHRHAT ST, BEER TR B
T SRS EERY , LUR NP R F A,
LB

1.1 ##

I S Y E B T4 SChs Ry, 1
H BTE PR AS R B B AE AR, TR SCis R
GRAEPIAE, F— UK 2009 4F, DL EF A SOl
FEA , NTEFE , I TILI 4 3O R P35 5R A,
RIF. WIBHER TR BT AR, 500
S5 BSOS  SEARH A A RA L T A 30 (H
PR Z7R, LR IR B R B ARAS) RA B %
B3CE (PY) i e G REHE, L8 ERRAE
YRRy, FEF 7 —Rax
305 (RF, R) 77— U5 &30 (RF,Y) , 35%
3G AT RN E A UG (YF,) o RA
K 53,80 ~71.19 mm R 40.2 ~80.5 g, %5l
FfREK 12.15 ~75. 89 mm, i 0. 43 ~
82.23 g, HANBEIARA I 30 MK,

1.2 DNA iZE

IR PSR EBURE, BN HEA B2 0.2 ¢ SC
s LR, IR NR TR E T 1.5 mL (5
DEBIRE, 433 A 410 pL STE 2% 93,80 pL
B 10% SDS,10 wL ZFEHE K (20 mg/mL) B4,
55 CIHALBETRILAL, AA D A0 &g —
K, EEBERE , A SR RN RETUE,
12 000 r/min B> 10 min, /NOE1 R BiE. UL
F1 70% # ZBEUE 2 IR, FEA 100 WL XK AR,
1E 0. 8% HYZRNEWEBEE LAl DNA ) i & Fi 2
.

1.3 PCR REf{kZ

SCIGFTFH SSR 51 43 FH R UM 251 BiF 5T
PCR R oK 30 wL &% : 2 x Tag Master Mix 15
pL, E TSI #0451 wL, B4k DNA 1 pL, KL
FRKHNE 30 Lo PCR P4 AF:94 CHUAEME 5
min, 2R )5 94 CZE1E 30 s, 1Bk 30 s, B KB JEMK
BAEYE (R 1) ,72 CHES 45 5,30 MEIF;
5 72 CHEfH 10 min,,

ISSR 3|44 fil & K British Columbia K 2EHF
SERYRAS 314, PCR T SR 30 L % 2 x
Taq Master Mix 15 pL, B F#E5IH& 1 pL, Btk
DNA 1 pL, KEXZEKFME 30 pL, PCR [J4%

4 :94 CTASE S min, S5 94 CASME 45 s,iB K
45 s, B KIREREAFIWTE (£ 1) ,72 CHEH
90 s,30 MEH ; B2J5 72 CHEH 10 min,
1.4 yiE=yEk5Le

PR 8% 1) 3R TN M ok Jik B J LI
PRk B e,
1.5 HiESH

Fi gel-pro 32 437 Ha Yk 11 , I i 47 B R 43
RIBAERI ] popgene 32 3F 47 IR 47 38 45 v B A
BREERIT A MR LN EEEEESTE
PIC Ff PIC_Calc 6.0 315,

2 SRS

2.1 SSRiRIEER
2.1.1 SSRRicH | Witk

TR RIS 257 jBTST , 22 PCR 31, &
FHEvEH 9 X LA MR BAR S W R T A
AL HF 5] B KR | GenBank %575 L%
1,
2.1.2  SSR FRic& sk %k

FTE e 9 9 ST TR B 9, % Scus 5 4B
R PEAT PCR 338, SEA T 58 MR 454
37 K500 SR R R BO 4 ~ 11 R%E, 5 ANBEA
{5 R I BU7E 5. 888 9 ~6.333 3 2], H:
W LT TR R AR SO (PR) B (4O 38 55 7 5 5 |
K,H6.333 3, 5 A EA UG (PY) B A F-395%
RrEEE/N, N 60 5 ABEIRT 5 3% 2 A
T£3.962 1 ~4.469 8 Z[a], 2578 30—
L5545 308 (RF\R) BEAR T 974 2045 07 2 B %
/N, 3,962 1, B FE A SR T — R B 5T A S0R
(YF, ) BEART 3548 30 43 22 R B K, g 4. 469 8
(%£2),
2.1.3  SSRFRICHIZL A PRI

REERFIERABETRBEENYHEE,
ARG AR FNN- G i N A I S S AR A
AGACS @ A T N A il A N
e EEAR T —RETE IR S FRES B
WERZ% A BE (Obs_Het) SF-Y{E 43 5 4:0. 777 7,
0.776 4,0. 745 5, 0. 752 3,0. 794 6; 1R &
LEVENE" & BER AL 22 & Ji (Exp_Het) F-#{H
KWk HK:0.743 8, 0. 746, 0. 729 7, 0. 760 8,
0.765 9; 434 NEI''" & e (A B2 4 BF (Nei) F
¥J{E$40.731 5,0.728 7,0.717 5,0.748,0. 752,
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RGBT MEREGE, Nei” s G FERMKT Levene HIEAZE R, WK 3,
£1 9 MDESIWFS
Tab.1 Primer sequences of 9 microsatellites
D745, BYF5I( 5 - 3") B kIRE/C GenBank & 535
F:AGCTACGCTATACTCCACACTC
WG307 58 FJ232978
R:GGACCAGACACAATGTATAAACT
F:GCCATAACAGTCCTACAAACGG
WG323 60 F¥J232980
R:CGATCAATGATAGGTTCAAAG
F:ATAACTCTCCCACTCTAAAACTC
WG335 52 FJ232981
R:TAGAATGGGAGCATGTGATAG
F:TCATGGCATTGTTTTAGAAGG
WG337 52 FJ232982
R:TTTATCGTTGTGATTGACAGTTC
F:GTGATTCCAATATAGCTTCCCC
WG347 58 FJ232983
R:GCACATAGGCAAACAATAGACAG
F:ATGAATCTTGAAAACTCTGGGTG
WG607 60 FJ232985
R:AATCAAATGTTTCCTGGCGG
F:TAAAGTTTGGGCAGACACTCGGT
WG609 59 FJ232986
R:CGTTTCCAAGCAACAGGGCATAC
F:TCATTGCTTAGTATTGGTTGGTC
WG610 62 FJ232987
R:TCGATTGCGAAACAAGTTCTAAC
F:GGGGTGTTAGTAGCAGTGGCAG
WG633 58 FJ232988
R:TAGTATGGCGACGAATGAGGTTG
£R2 INMHEIDEM ST S MEE EHEMERMSIT
Tab.2 The allele statistics of 9 microsatellite loci in five groups of Meretrix meretrix
A BH PR RF,R RF, Y PY YF, Y
WG307 N, 5 5 5 5 5
N, 2.8859 2.748 1 3.041 6 3.1429 3.5117
WG323 N, 6 6 6 6 6
N, 4.203 8 4.186 4.6722 4.546 4 4.777 4
— N, 11 10 10 10 10
N, 8.178 7 5.806 5 5.405 4 7.014 5 7.293
WG337 N, 9 9 10 8 8
N, 4.2755 6.183 8 6.020 1 5.653 8 6.452 7
We N, 4 4 4 4 4
N, 2.269 2 2.1399 2.658 8 2.304 8 2.856 1
. N, 5 5 5 5 5
N, 3.680 5 4.090 9 4.090 9 3.9552 3.760 2
W60 N, 7 6 6 6 5
N, 4.1602 2.6125 3.813 6 2.75 3.604 6
W10 N, 6 6 6 6 6
N, 5.1117 4.326 9 4.433 5 4.5 5.192 1
Wee3 N, 4 4 4 4 4
N, 3.055 6 3.564 4 3.765 7 3.2053 2.780 1
i N, 6.3333 6.1111 6.2222 6 5.8889
N 4,202 3 3.962 1 4.2113 4.1192 4.469 8

®

2.1.4  SSR Fric ZHEERLI

(= B 185 (Shannon’ s information index )
BYIERE BEW R E N B M Skt d. B
i, B Z AT RS SR, 25
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FEEEE (PIC) 2R S E RN — 18R,
FRERFB/BENEMEFER B B
AME—ANEFEMEE WA REME, X4 PIC >0.5
Bf B R N R 2SR E,0.25 < PIC <
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0. SHF A H B2 2 5K R g, PIC <0.25 WV REZ
BOTESANOLATER AR PIC SFI{H, LIfER
AEIRAL R BIHFAE ) , AT 9 M TR AL R
N E LS, ATE T 30 8 1% 2R B
Fto

5 D SCIR BRI AR A5 B AR 2 5115 B

HRIK A, NK4TLUF S S AURREER
fRRIER (1) 7E 1. 463 8 ~1.553 7 Z[a], K,
YF, # A5 5, RF, R AR, ZEMEFEESE
7£0.643 0 ~0.704 9 > [H], Hf, RF,Y BHAR
i, PY BRI AR,

®3 INMRIDEMRFEX S M EHE LR A EST

Tab.3 The heterozygosity statistics of 9 microsatellite loci in five groups of Meretrix meretrix

i, BH PR RF,R RF, Y PY YF,
Obs_Het 0.774 2 0.733 3 0.517 2 0.7727 0.846 2

WG307 Exp_Het 0.664 2 0.646 9 0.683 0 0.697 7 0.729 3
Nei 0.653 5 0.636 1 0.671 2 0.6818 0.715 2

Obs_Het 0.714 3 0.733 3 0.758 6 0.666 7 0.769 2

WG323 Exp_Het 0.776 0 0.774 0 0.799 8 0.799 1 0.806 2
Nei 0.762 1 0.761 1 0.786 0 0.780 0 0.790 7

Obs_Het 0.9355 0.800 0 0.700 0 0.954 5 0.8929

WG335 Exp_Het 0.892 1 0.841 8 0.828 8 0.877 4 0.878 6
Nei 0.8777 0.827 8 0.815 0.857 4 0.8629

Obs_Het 0.666 7 0.655 2 0.800 0 0.857 1 0.857 1

WG337 Exp_Het 0.779 1 0.853 0 0.848 0 0.843 2 0.860 4
Nei 0.766 1 0.838 3 0.833 9 0.823 1 0.8450

Obs_Het 0.967 7 0.965 5 0.933 3 0.727 3 0.8929

WG347 Exp_Het 0.568 5 0.542 0 0.634 5 0.579 3 0.661 7
Nei 0.559 3 0.5327 0.623 9 0.566 1 0.649 9

Obs_Het 0.586 2 0.866 7 0.833 3 0.857 1 0.785 7

WG607 Exp_Het 0.741 1 0.768 4 0.768 4 0.765 4 0.747 4
Nei 0.728 3 0.755 6 0.755 6 0.747 2 0.734 1

Obs_Het 0.709 7 0.633 3 0.700 0 0.500 0 0.642 9

WG609 Exp_Het 0.772 1 0.6277 0.750 3 0.6512 0.7357
Nei 0.759 6 0.617 2 0.737 8 0.636 4 0.722 6

Obs_Het 0.741 9 0.700 0 0.600 0 0.571 4 0.5357

WG610 Exp_Het 0.817 6 0.7819 0.787 6 0.796 7 0.822 1
Nei 0.804 4 0.768 9 0.774 4 0.777 8 0.807 4

Obs_Het 0.903 2 0.900 0 0.866 7 0.863 6 0.928 6

WG633 Exp_Het 0.683 8 0.731 6 0.746 9 0.704 0 0.6519
Nei 0.6727 0.719 4 0.734 4 0.688 0 0.640 3

Obs_Het 0.7777 0.776 4 0.745 5 0.752 3 0.794 6

Fy Exp_Het 0.743 8 0.729 7 0.760 8 0.746 0 0.765 9
Nei 0.7315 0.717 5 0.748 0 0.728 7 0.752 0

2.1.5 SSRAMCHY Nei’ s B LR B AR AR R A
T P 2 AR 14 i) 32 2 o AL R BE Y 9
R BEAURBOR FIR AT 1R 2 18] R R 2%
XKFRo KEEE G TR EBE RS T
L RT AR I — BB 2 A R 2R
PR 3L [RIAE e i 4 [ 32 R A S B — P E
HI R 5T AT, 5 AR A SCA ] 1 B R A
PEES AT AR A SR (PR) BHA S B E R A
3 (PY) BHAZ [ BE RS, 09 0.219 4, fFe/hgtf%
PEES TR ST R A 30 (PY) BHA S HF—UR

Fe 3l (YF,) R Z &), 2 0. 062 95 H kR /)
BB R A5 KA 3 (PR) B R 5 H 7 —
R L7300 (RF,R) B, 7 0.079 9. HR¥E
3O S AREATE R LB R, F UPGMA 3247
RIH (B 1), NEHRTAE 5 AR R N
IR, LL5e R A4 30 R 70 —26, B
RF,R B RF, Y BHAER —E, R)5HS5 PR
RERRTE—&; 73 A T (R A S0g TR
—2K, B PY A YF, BHAR—&; /5 —%
K—2, SHAKLEE %' 4B R RIER, 2
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LW oW ¥ K ¥ %

#H 2%

H TR R P FIFRE 3 FKF b B IR AL R 4
5179 0.9.0.3 % 0.05, fEMHRYE , APFF 55
fEHRI1E 0.05 ~ 0.3 Z[A], KW 5 43T 1A
EANTEFENENTELHA T —ERBED
o

LA LR BUR R R AT B4R Z 18] ) 2R 4%
KA R PR AE LA (o) R BRI 1, 3%
EANTEGRRBEGE " o AL 5 A S0
R IR AUR BUE 0. 803 ~0. 939, K B A i)

F4 INMIEMSRENS MEE LS FIESIT
Tab.4 The diversity statistics of 9 microsatellite loci in five groups of Meretrix meretrix
JEAE E 2t PR RF,R RF,Y PY YF,
PIC 0.592 6 0.597 0.612 1 0.626 3 0.667 8
WG307
1 1.213 6 1.268 6 1.257 6 1.288 5 1.397 6
WG323 PIC 0.726 8 0.724 6 0.752 8 0.748 2 0.758 7
1 1.5829 1.573 3 1.630 4 1.636 9 1.648 5
WG335 PIC 0.865 2 0.807 4 0.791 8 0.841 8 0.848 4
1 2.203 2 1.967 6 1.907 5 2.094 9 2.1177
PIC 0.747 1 0.819 5 0.8156 0.802 7 0.826 1
WG337
1 1.823 4 1.972 1 1.987 7 1.902 1 1.943 0
PIC 0.461 5 0.4237 0.5515 0.505 4 0.587 2
WG347
1 0.923 4 0.8425 1.110 8 1.023 7 1.178 0
PIC 0.681 9 0.7152 0.717 7 0.708 2 0.695 3
WG607
1 1.409 4 1.489 8 1.501 9 1.480 1 1.461 1
PIC 0.725 6 0.543 7 0.698 8 0.608 8 0.6757
WG609
1 1.617 8 1.167 0 1.530 5 1.357 1 1.408 5
PIC 0.775 6 0.733 1 0.739 1 0.743 1 0.778 8
WG610
1 1.691 8 1.571 3 1.584 2 1.601 1 1.701 7
PIC 0.614 8 0.667 7 0.686 7 0.628 2 0.568 9
WG633
1 1.218 2 1.322'1 1.356 4 1.242 0 1.127 2
T PIC 0.678 7 0.643 0 0.704 9 0.643 0 0.644 3
1 1.520 4 1.463 8 1.540 8 1.514 0 1.5537
5 IRHE SSR #Rid 5 MR BEAEEEINESEEER
Tab.5 The genetic identity and genetic distance of microsatellite markers of five
groups of Meretrix meretrix
jisdvN PR RF,R RF,Y PY YF,
PR 0.923 3 0.918 3 0.803 0 0.8525
RF,R 0.079 9 0.934 6 0.8135 0.8500
RF, Y 0.0852 0.067 6 0.883 8 0.904 5
PY 0.2194 0.206 4 0.123 5 0.939 0
YF, 0.159 6 0.162 5 0.100 3 0.062 9

A BRI , 2 F Rt e B

Bl 1 SSR#RIZHE S 43 ia#s UPGMA
Fig.1 Dendrogram based Nei’s genetic distance
of microsatellite markers: Method = UPGMA
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2.2 ISSR R4 R
2.2.1 REERAERES Y
KR & B H 4k, 100 4~5] %) (UBC
Primer Set#9)801 ~ 900 #4741 & 7 , M\ $k 1%
6 NI B IEMT R T, 6 45513k
38 SRIEMIAR , S AL BN 5 B 9 R,
BT RT R B 5 %K 6. 33 A, B e R 5]
WS 51 P 5 Y 3G 5k M2 B EA T E
mE6,
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%6 ISSR 3|7
Tab.6 Primer sequences of ISSR

514 Elk7)s 2] SEDSIY AP

%' (5'-3") < HPE
809 AGA GAG AGA GAG AGA GG 48 6
816 CAC ACA CAC ACA CAC AT 52 9
826 ACA CAC ACA CAC ACA CC 52 7
861 ACC ACC ACC ACC ACC ACC 48 5
880 GGA GAG GAG AGG AGA 42 6
881 GGG TGG GGT GGG GTG 52 5

2.2.2  ZEERE K R

6 4~ ISSR 5|#yxF 5 4~ SCuA#EfA& PCR ¢ ,
FTEREPERI, L3 7. RIS H 5 A U B (A
EENMEESER92.11% ~97.37% , W27
FEEB(N,) R 1.921 1 ~1.973 7, HRENER
B(N,) K 1.421 9 ~1.560 6,Nei’ s ZLH ZREM:
(H) )3 0.264 3 ~0.333 7, Shannon 2 F¢ M35 %
(I)240.412 6 ~0.503 3, PR BEAR M8 1L S REME:
5, RF,Y BEAEAR.

x7T 5 URBEHIEE S
Tab.7 The genetic diversity of five groups of
Meretrix meretrix

B N, N, H I PIC ZAMIAAESLL

PR 1.9737 1.5606 0.3337 0.503 3 0.2652 97.37%
RF/R 1.9211 1.4605 0.2812 0.4325 0.262 8 R2.11%
RF;Y 1.9211 1.4219 0.2643 0.4126 0.2356 R2.11%
PY 1.9474 1.5365 0.3124 0.4708 0.259 8 A.74%
YF; 1.9211 1.4677 0.2801 0.428 5 0.203 5 92.11%

2.2.3  Nei’s BfZHER AR IR

ISSR 4" SR #5740 ] 154 388 £ AR DL 2R 5 ot
fRERRS WA 8 . ML HERESJ 0.014 6 ~0.051 6,3
FEREML AR SN 0.949 7 ~0.985 5; Hrp 70 (3%
A3 F— P A5 630 (RF R) A5 #5c
@30 (RF,Y) sBE R i/, 09 0. 014 6, 1%
FALR B de K, O 0. 985 55 {5 8 K A 30 is
(PY) A S R4 T — R A
i3 (RF, Y) AR B R iR, O 0. 051 6, 35t f4AH
LIRS/, 7 0.949 7, RHE UPGMA M ZE S
IR RGN, WK 2, RRGREAS
SSR #RiC—2, BHAZ 8] KB 25

3 g

3.1 AMSFiricib®
M2 DNA B EARZ , REBKEER, 2

A TREANZRA, AEEZEYERARN
5% ;T TP FIES PCR #EATY 3 , Kl pr e A
B /D T LR 7 55, BIE R A ) DNA i
A] R R R B i DAL U B X fi
FRARSE LR AT 22 HO R Bt T BE A A MBI BF 52
FORE TR R I B AR IT, S A A R N A
FRAEFENSEME, ER AR EE K, 28
kR o fH SSR MRy —FidRic, K7k LGt
REDFE RGO LR TR, % H 4%
H P B B85 DR 51, X TR KRBT )
1, BB R . JEBet 519, 48 SSR ARic et
IR BT AP 1) 82 BRI R AN, 645 SSR
PRI I X R H MR IT o

F8 IR ISSR #RIE 5 /N30 BHAE (R LUE
EEEEE
Tab.8 The genetic identity and genetic distance
of ISSR of five groups of Meretrix meretrix

FhEE PR RF;R  RF,Y PY YF,
PR 0.9820 0.9751 0.968 8 0.963 9
RF;R 0.018 1 0.9855 0.968 1 0.964 1

RF,Y 0.0253 0.014 6 0.9497 0.976 1
PY 0.0317 0.0324 0.0516 0.973 5
YF, 0.0367 0.036 6 0.0242 0.026 8

A BRI AR, 2T BRI B

PR

[ ]

YF

1

B2 ISSRHRIZHIE 5 iR BE (K UPGMA R4 H
Fig.2 Dendrogram based Nei’s genetic
distance of ISSR: Method = UPGMA

FITF ISSR-PCR §"#§ Ky 5| ¥ 38 % O 16 ~ 18
MREEFH, B 1~ 4 G R R ERE R A
JUA R R A5 E IR 4L AL, TR IE T 514 5
F N2 DNA mf SSR(JFRI%ILE DNA) B 5'71 3
AR¥idhi, @id PCR KB Y H SSR Z [A]ff) DNA
FrBto thTLE DNA FEE ALY ) A E
i, H A A e BE AR H R, IR T4 E 51 Y
ISSR-PCR W] DAAS Il 2| 22 (N A F 27 R 22 57
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ISSR J# & W AR i], 3F B & 1 ISSR 5|4 B
FEAM, BRI MREEMZEE, FHmZ
JEHHAM > Fhrid.

AW, PR ARIE T8 RE W EA —F,
U1 FE 2, FEZREVEDTTE , 2150 6 R A SCHR
FREF A (RF,Y) , B850 6% 4 30 7R
BRI (YF,) BB KZER, SSR FRidiX ™

MR Z AR R T HA B 34, ISSR RidX
MRS TR A EA, WE 3, XFrz
SN RS RS FAR T 5 2, 76 I M Rk —
BB, HEERERIN 5, B AR 0 AR
ZAEEIFE R — /K, UL P A AR e B A — 3L,
WA T RS SS R RTE B

4.67 m 0.71 u 1.58 o
oo WN.(SSR) o. 7 [ WPIC(SSR) L o[ I(SRR)
4.4 8-23 1.54
4.3 008 1.52
4.2 0. 86 1.5
4.1 0. 65 1.48
4 0:64 1. 46
3.9 0.63 1.44
3.8 0.62 1.42
3.7 0.61 1.4
PR RFR RFY PY YF, PR RFR RFY PY YF, PR RFR RFY PY VYF,
L6 wN (1SSR) 0.6 w I(ISSR) 0-31 w  PIC(ISSR)
1.55 0.5 0.25
1.5 0.4 0.2
1.45 0-3
. 0.1
0.2
1.4 0.1 0.05
1.35

PR RFR RFY PY YF

1

0
PR RFR RFY PY YF

0
PR RFR RFY PY YF

1 1

B3 mWiric SRS (_E2 SSR #RiE4tit, T4 ISSR #Ri24 1)
Fig.3 Diversity comparisons of two kinds of markers ( the upper:SSR statistics, the lower: ISSR statistics)
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SSR and ISSR analysis of two kinds of clam shell color of breeding patterns
of Meretrix meretrix and their F,

ZHENG Pei', CHEN Ai-hua’, SEHN He-ding', ZHANG Zhi-wei’, YAO Guo-xing’, WU Yang-ping’,
ZHANG Yu’, WANG Cheng-nuan', ZHOU Na'

(1. College of Fishieries and Life Science, Shanghai Ocean University ,Shanghai 201306, China; 2. Institution of Oceanology &
Marine Fisheries, Nantong 226007, Jiangsu ,China)

Abstract: Genetic structure of five hard clam stocks were detected using nine pairs of SSR primers and six
ISSR primers. The shell color of one population is red and their offspring are red or yellow, while another
population is yellow and their offspring are yellow also. The PIC,observed and expected heterozygosity of five
populations detected from SSR ranged from 0. 643 0 to 0. 704 9 , 0.745 5 t0 0.794 6 and 0. 717 5 to
0.752 0, respectively. The percentages of polymorphic loci detected from ISSR were from 92. 11% to
97.37% . The highest Shannon Index from PR population was 0. 503 3 and the lowest from RF,Y was
0.412 6. Both two markers showed high polymorphism. Compared with their parents’ , the genetic structure
of the three offspring populations didn’ t change. The results of cluster from the two kinds of markers were the
same: the red shell color parents and their offspring gathered together at first, while the yellow parents and
offspring gather together, then those two sub-branches clustered into one group. Overall, the genetic diversity
of the parents and their offspring was very high, and compared to their parents’ , the genetic structure of the
offspring didn’ t change. That is to say, those offspring could be used for artificial breeding as parents
seccessively.

Key words: Meretrix meretrix; selection breeding; SSR; ISSR
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