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e M- 07 v AR 0] & SR B DL IR fL T
W AEIEH 4 DNA S Aso/An 43510 1. 69 +
0.07F11.96 +0. 12, 7Z7E 2 1 J&E M/ F RNA
5. kB - 05 s SR B D1 EQJR FL g Ak f 2k
K2 DNA ¥k JEik 3] 695.46 ng/pl , i3 FhE:

HYR B B Y, 5 3 Ah PR 5 B 4R B DNA 9K
FEWATEREZR (P <0.05) . X RAMEE T
7 3 i J7 5 AT B $R BB B A Al v f )k R A
DNA,DNA Zi B Ayy/Ay TR FEMZER (P >
0.05) , ik - fy AR BB E (R 4 DNA YR B2
B AR T HRERF & (R 1) .

M 1 2 3 4 5 M 6 7 8

W W Y

(o) kM-S 7k
M 1 2 3 45 M 6 7 8

(b) f& 58-S 1k
2 3 45 M 6 7 8

1 ARE7FEREE DNA IRBEHE 5 AL B ik
Fig.1 Electrophoresis of DNA extracted by
different methods
M. DL 2 000 marker; 1 -5. Il [RJRFLRIMR 2L 4 DNA; 6 -

8. LA 41 DNA,

F1 FEFHERINEEHDNA B4 EFRE
Tab.1 Purity and concentration of genomic DNA extracted by different methods

B SE Aggy/ Angg e/ (ng/pl)
DL ERJE FL ek 1 (X A ) DL ERJE FL ek (X AR )
Bk - s 1.78 +0.05* 1.86 +0.04* 695.46 +68.66* 758.37 +54.75°
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Preliminary study on improved genomic DNA extraction method from
Trematomus bernacchii
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Abstract: Since lots of antifreeze proteins exist in Antarctic fishes, it is quite difficult to acquire high quality
genomic DNA by using normal genomic DNA extraction method. In order to establish an effective genomic
DNA extraction technique for Antarctic fish, one kind of Antarctic fish, Trematomus bernacchii, was used as
the experimental material, and three different kinds of genomic DNA extraction methods ( the modified phenol-
chloroform method, normal phenol-chloroform method and the genomic extraction kit method) were compared.
The acquired genomic DNA was appraised by spectrophotometer, agarose gel electrophoresis, and PCR
amplification. The results showed that we successfully obtained high quality genomic DNA from T. bernacchii
by using our modified phenol-chloroform method. The gel bands were very neat and bright, the ratio of A,/
A, was around 1. 80, and the acquired genomic DNA was suitable for PCR experiments. In a word, the
extracted genomic DNA by using our modified phenol-chloroform method, was in good quantity and suitable
for the PCR-based molecular experiment.
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