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A ssessing genetic diversity of the Brachymystax lenok and
B rachym ystax tumemsis populations in UssuriR iver

WANG Di XU Gefeng LIU Yang LU Tongyan MOU Zhenbo
(Heilongjiang R iver F isheries Research Institute of Chinese Acadeny of F ishery Science Hatbin 150070, China)

Abstract Lenok (Brachymysiax lenok), which was a kind of Chinese famous endem ic fish had undergone a
dramatic decline for the mpacts of human and environment In this paper the genetic diversity of the wenty
individuals of B lenok and B-  tumemsis populations which fran the Ussuri R iver were analyzed using the
AFLP method In total 322 polymorphic loci of 433 were amplified with 12 priner pairs and the percentage
of polymomhic loci was 74 367. In the 130 and 136 bp there were wo differential bands of the B-

wmemsis PAGE with the B3 priner The Shannon nfomation index of the B lenok and B-  tmemsis
populations was 0. 198 54 0. 287 4 and 0. 363 1 0. 306 9 And the Nei's gene diversily index was
0.136 420. 201 1 and 0. 251 0£0. 215 7. The average Ht was 0 260 4£0. 034 3 and Hs was 0. 193 74
0. 024 8 Among the two populations the avemge genetic distance (D, ) was O 066 7. The gene
differentiation coefficient (G, ) of 0. 256 1 indicated that there was genetic differentiation of a certain degree
among the populations The genetic diversity was 74 396 within population and 25. 61% among the
population The gene flow index (N, ) was L 452 L. The AMOVA analysis indicated that the average F,, was
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0. 330 84. And 33. 08 of variance was among populations and 66. 92% within populations The B lenok
and B tumemsis populations clustered two branches with the UPGMA method And the genetic sin ilarity was

0. 836 7, the genetic distance was O 178 3. The B- tumemsis group showed a higher polymomphisn matio to

the B lenok group
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Tab- 1 The sequences of adaptor and primer for AFLP analysis
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AAT TGG TAC GCA GTC TAC

GAC GAT GAG TCC TGA G

9
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EF: GAC TGC GTA CCA ATT CAA C
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Fig 1 The PAGE electrophoregram of priner B3
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Tab 2 The genetic construction of B- lenok and B-  tmemsis popu lations
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Fig 2 Individuals clistering of Brachymystax lenok

and Brachymystax tumensis by UPGMA method

according to their genetic distances
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