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201306; 2. H EKF=RHEBT I B KBTI BT ARl FR il °T Rp sk &

W OE: NRATRALSRRSA T I 5% 4T 7 18 4 T8 R 45 4 A0 385 7 0 2
TEOL, N E AN 3 8 e SR 5 4ifk, 40T 16S tDNA 73 4347 19 77 35 4 Bt
TREWAR LI 8 E A R 575835 B9 FLEE X UF ( Litopenaeus vannamei) F1
o E BT A ( Fenneorpenaeus chinensis ) i T8 P P 15 3% 40 T ) SVB U H A 4L
g, 3 S R B A 85455 2 ( Nested polymerase chain reaction , Nested
PCR) Jr kil X AR 5 B H 0L 0 45 3R B/ B IR LA I X i A0 o [ B %o
W 5 3 A ) T B 3R 40 R BTE 10° ~ 107 cfu/g 22 J8], 368 43 B 1 1 4
WHATR () % 5E, 2 R RV X SR HTE 5 518 T IR BB (Lactococcus
sp. ) IR & J& ( Vibrio sp.) . % # ¥ & J& ( Bacillus sp.) . & J6# W J&
( Photobacterium sp. ) .7 L X i JB ( Shewanella sp. ) . T T B J& (Arthrobacter
sp. ) IBUINFFTE B ( Microbacterium sp. ) o FLYAIEERT SR A1 v [ B % 4R 3575 4
S WSSV B, 6 Hyk WSSV R X AR AE & th SR M B UK E B 40, o5
RIEEFRGNEE LMl Ry 33% ~93.58% o 2 #HEyk WSSV BHM: ST UFAE &% b A0 2 A
LR B AE , ST G A LR 21.67% ~34.21% , 4 #ER WSSV FHM:
X ATl F A T B & O AT R 40 T, o TR SR 4 B LR 21, 03% ~

W= & WSSV (X iF
HREG EIERTE) 25
R v FE X U B R AR B
HEREEREZ —.
3058 Fi PCR F ikl
AN[F] 57 58 3 % B 4 R
BIEOL, BTG
FRRES A A XA i B 40
HARZERR, L
R 5 o W 2 B 4R R
K= 25 A B A OF R 4R 4t
FrBaRE

KW XU HpE; A
BE R e s LH B ; WSSV
HESES: $945. 1

66.83% ,

AR, I & B B TR FRFE Y B B 3R B
IKFEFRFEL B SEAE b . 2012 4F 3R [ X R 2K 57
A 7B R 160. 8 5 M, o FL 44 R X AR
( Litopenaeus vannamei) ;=5 & 145. 3 Jmji; & [H
B X5} WF ( Fenneorpenaeus chinensis) =iy 4. 12 J5
i (A e GE AR 4, 2013) , it s BlE T R
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1.1 HmHRE

FEARSREE AN 2013 427 - 10 A, B b 4E
JUAEE X A AP BH X A, SR A b A 45 3 1L
AR L B 5 [, B R 4 2 9 MR A SRR
iz [ S FERERE R 8 K
1.2 #HmrystE

F175% WS SIS SMAR AT IH T, T
FMFTIEAARE, BUR S B8 . KU 8
AL FIOH ) PBS(pH =7.4) bl ok 3 ~
4 WEHA 1.5 mL FTCH EP & P FRE, 0 &
TJoB EP EANA 1 mL f) PBS ZZnp i, G R
BRI 295) , T 10 A3 5 A B il R B o
1.3 RBEHRHSBELL

BLO. 1 mL 0 % 5 B B2 1 B, R F 5 AP
BB V& R A YR AR T 2216E [ (A 8 SR 2 1)
PR L BB 3 AFAT, BB T 28 CERKE
FRAEHP TR 16 ~20 ho WLEK 2216E PR B4
ML, FER & B0 30 ~ 300 FF- AR B X B
EIE LS KN — BN BIR AT 905 BT
FEHEE BB RO HESI AERT 2 7 Y B AR i
B ER, TR LB EAREER I HITRIL, 2if
BRGAEIR AR FF LRI T 2216E
WK ARG SR N, TE R 3O 150 1/min, 28 CHk
G TIER 16 ~ 20 h HITT REEFRFFEE

o
1.4 {REBEHE 16S rDNA F 3547
1.4.1 PCR Bitil %

FAB WA ISR 16 ~20 h BB 1 mL
WATCE 1.5 mL {1 EP 491,12 000 1/min 20> 2
min, [&E FEWR, BIIA 1 mL ) RNase-free 7K,
FAYIRATIRST , BE7K ¥ 10 min, 12 000 r/min B>
10 min, B¢ _F 5 ( DNA &) 1E24 PCR 34 1)
B
1.4.2 5|45 PCR ¥ 1%

DABRER f) 4 B 2 [ 40 DNA A8 ak, Fi 40
16S rDNA j# Fi 5| ¥ #E17 PCR ¥ 34, 519 th B
HEYTERAT AR TIE3IFEFIR .

Em 3 )F5] 5" - AGAGTTTGATCCTGGCT
CAG -3,

RIABI ¥ K] 5" — GGTTACCTTGTTACGAC
TT-3',
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PCR " #81A % :25 wL 448K DNA 1 uL, T
e Y. M5 ¥4 1 pL, Premix Ex Taq 12. 5
uL, ddH,09.5 wL, PCR #"HSFRF .04 C Fidstk
5 min; 94 CA5HE 30 5,58 CIB A 30 5,72 °C FEfif
90 5,35 MEFF; 72 CHEM 10 min, PCR =4 -
BKBEEZ 2N 1400 bp, X PCR =#1i#47 1% 35 hg
WEBERE H KA o KIS A B AR RE i, 26
 ERRAYPEARAFR# TR
1.4.3 16S rDNA B34 #7

M 7 45 52 7 Ezbiocloud ¥ ] F§ BLAST %% {4
http ; // ezgenome. ezbiocloud. net/ezg_BLAST R34
AT R AR, $R S HLRT R i R 2RV g,
H B R B i i 51
1.5 fFEEN

F PEZE & 1iF %% B ( white spot syndrome virus,
WSSV) [l % It A 3l 4 T A= 2041 (OIE ) 7K A4
SRS W TV FI 59 WSD nest-PCR 5
WFeE . Wik PCR &3 7=y i 3k UG 35K 3R
BH 2T 1) 2 46 T 45 SR A 5 g WSSV B 45
5458 PCR 9787 My i koK th BLFHE 26777
55 % PCR 43474 i Ukt PR 450 , 5
WSSV FHMEZESR ; Wik PCR 473 7=y i 9k J5 24
PLFHPE SR B9 g WSSV s BH R SE R

2 4

JUAREERT AR i T8 P9 7T 35 77 40 B S B R A A
TP R G AT BRSO A 4 L, A SRR R
MZER MR 1, AR EERAT LUE H SR L
WX U M T8 P9 AT B SR 40 B A BUEE 1,26 x 10° &
1.09 x 10° CFU/g Z [, YR & J& ( Vibrio sp. ) 7E 6
HER LA A 7 18 A 2 o A v L B, o AT
FRUN B BB 20. 80% ~89.42% , HoAh RS
J& EEALE LK B R (Lactococeus sp. ) |\ ZFHIFF
i J& ( Bacillus sp. ) . % % 3R & )& ( Staphylococcus
sp. ) A IL IR B J& ( Shewanella sp. ) . 5 # B J&
(Arthrobacter sp. ) . % Y6 #F # J& ( Photobacterium
sp. ) JH/IMTH# B ( Microbacterium sp. ) . 6 #EAE S
Hh — AR B AT WSSV, 4R 5 SEAE SR
M WSSV, 28R BnA 1 #E WSSV B, 2 it
YA WSSV 58 PHME, 2 b4 & WSSV B, £
T 5 WSSV 5 BH 14 F L 44 ¥ % M i T8 P4 1 0
WEAA LIKHRE IR RO EE, 4035
AR BB 21. 67% ~34.21% 31% ~
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33.49% .21.03% ~66.83% ,

F1 AWMRENFHENTIEFAELE ABEER WSSV RLER
Tab.1 The quantity of cultivable bacteria, the composition of dominant bacteria general and
WSSV in the intestinal tract of the Litopenaeus vannamei

. o 40 A R
] 5% S5/ (CFU/
Bk RRERN Ree O NRBRU(CRU)  RBERER oy HH
K total cultivable dominant bacteria WSSV
batch date site . number percentage of
bacteria batch name R .
dominant bacteria
mi&ii}% 4.78 x10% 74.22%
1 TA2H WHRERE 6.44 x10° . P N
. 1.34 x10% 20.80%
Vibrio sp.
V?Sf—}z 1.02 x10° 93.58%
2 8H24H  IKKEM 1.09 x 10° » : +
HHTER 5.27 x 107 4.83%
Bacillus sp
‘ﬁii 3.55x10% 82.36%
3 9H24H ILWAES 4.31 x 108 -
TR 7.18 x 107 16.66%
Staphylococcus sp.
ALEER 4.31x10° 34.21%
Shewanella sp
Iﬁi}?}) 4,22 x10° 33.49%
4 9H3E‘ ?Iﬁ‘ﬁﬁii 126X106 N + 4+ +
BHATER 2.65x10° 21.03%
Photobacterium sp. ’
TR 1.02 x10° 8.09%
Arthrobacter sp.
kfﬁﬁ%ﬁ}ﬁ 8.02 x10° 66.75%
Photobacterium sp
5 9HA3H AR 1.20 x 107 M%ﬁ 3.72 x10° 31.00% 4+
Vibrio sp
RLEER 2.60 x10° 2.17%
Shewanella sp
‘ﬁff))?p 3.45 x 107 89.42%
6 9H24H ILKREM 3.77 x107 "
ot 2.65 x 10° 8.49%

Microbacterium sp

T+ + + " FORR RN A RO IR I, + 7 BRI AR R, ¢ - R BRI AR A A, N7 FOR B R B B

Note: “ + + + ”means the virus test results for strong positive, “ +” means the virus test results for positive, “ — ” means the virus test results for

negative, “N” means there is not test for the virus.

Hh ] B R 7 38 PN P AT 355 R 0 A B P
BRI S RIS S BN E o H, DR B
K25 R R 2, NRPERATUE S AHIK
r [ BH X7 T8 PN FR AT 855 SR 40 I R BTE 2. 47
10° ~1.09 x 10° CFU/g,2 #t ¥k v [E B X iR B4
ML R B B WSSV M, 518 N IR H 8
oSN B AR AT R , 23 5 o AT 5 SR 4 B B
#64.37% ~71.52% F128.14% ~34.13% ,

FLGEXTER 718 N R LR B 8 S8 B
MRAPE BB R SR E R BB E 4, U

FIRFERIM AR WK 3, MR 3 ATRIEH 56 1
HEU LN € % 3 i 18P0 3 B R FLBR T ) B AR
HW I RFLERE (L. garvieae) , (5 FLEKFH R &
iy 100% , N TE B £ B o B R INE (V.
diabolicus ) FIMG 4 FCINEE (V. harveyi) 41 B¥,, 435l
HINE B BB 84. 33% F11 15. 67% . 55 2 IR
JUZAEERS U g 18 0 55 B K T p B 9 1 7
( V.  parahaemolytics ) F ¥ # N W (V.
alginolyticus ) 4 B, 4r 5 &5 9K B JB & W
56.86% ,30.68% , 2 T 5 J& H1 W5 HE 2R AT
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(B. cereus) H ¥, 1% W & S50 100% , %6 3
HEUR PLN I XF B 1 38 0 25 7 R e AR e e F 9
B (V. shilonii ) FAVEFBEIRBE AL, 735 b % 8
BB 67.22% F129.58% , %2 BR @ 1 3% e #
ZER B (S. epidermidis ) %5 Ifi. %5 45 BK & ( S.
haemolyticus) 28 Ji,, 53 5| i 1% 18 & B 62. 95%
f37.05% o 5 4 #LU LAV EEXS AT g 18 18 3 i
ZHRIKHFEEH S. amazonensis A%, 5iZH & 5
By 100%, 9K W& B B % W B OB (V.
coralliilyticus) | Bl ¥ I I B 4L AR, o5 2 B B B Y
80.33% F1 19.67% , KOGAT B R B 36 A\ R 6HF
B (P. damselae) 2018, % H & S5 100% , 755

FFERJ& H BT Q1 AT B8 (A, ardlaitensis ) 2H AL, o5 %
BB BB 100% o 56 5 bR FLAEXT KRRz B AR
P B RO R B R AR EHF AR, i
WA BB 100%, M E B EmIKE (V.
brasiliensis) ZHJ,, 1% B @ B EA) 100% , 7y BLEG
HEH S. amazonensis H K, 5iZHE B S H
100% . 57 6 HEU FLYH L XF R i 18 P 32 JR@ IR
J& e 4E EQUR A AR R B 2, 8
B 80. 87 % F1 19. 13% , i/MF & @ H R/
FF5 ( Exiguobacterium profundum) 4%, \5 % H &
BB 100%

®2 HEBXMFEEANTEFRARYE ABEER WSSV RIER
Tab.2 The quantity of cultivable bacteria, the composition of dominant bacteria general and WSSV in the
intestinal tract of the Fenneorpenaeus chinensis

TR FR AT B . o 40 T 1) R
Hk REEEW RRS /(CFU/g) JEBERERE e (cruzg) T T
batch date site total cultivable number percentage of
. batch name . .
bacteria dominant bacteria
ﬁii 1.59 x 10° 64.37%
7 9H2H L) 2.47 x10° +
RICFF B R 7
Photobacterium sp 8.43 x10 34.13%
%ﬁ’i 1.02 x10° 93.58%
8 10H18H IZRHEIE 1.09 x10° . +
RICHT AR 5.27 x 107 4.83%

Photobacterium sp

T+ RN R S5 R0 B
Note: “ +” means the virus test results for positive.

Hh ] B A T8 P9 B P S R R R R P
PRARZE B RO L8R BB E 2 b, AR
AR AR IR 4, NRAFLUFER S 7H#
YR HR B X A i 3 A DG 4 TR B R 9 I
IR, % RSB 100% , KOG B i
KN ROEAT R AR, 5% R 2 100%
56 8 HEYK A [ WX A i 3 AU 4 R I R
M IR B AR, LR SR 100% , & EHF
BB RN B ZOUH R, 5% AR BB
100%

LREER 1 MR 2 MEEREY], B ALGE
Xt TR P ] BT i G PR ) T 355 5 400 o A
AR A A 2L AR LA B B B AR A R R A I
ARIF], AT BSR4 B HE 10° & 10° CFU/g Z ],
R 2B RS > AR 21 £ B4
fiE, KB R &R B SR A S B 20. 80% ~
93.58% , & A Xt i 18 P9 B e LB 9 A TR

http: //www. shhydxxb. com

J& o FLARTE X R A [ B X AR 35 R S A I
WSSV BHPYE , Kt WSSV BH 14 X W 7 18 9 0 5
WRAINER . FREKER.KAFEE. 6 #t
WSSV BH P Xof WA & rp B B 9N B B 4 B, o
Al 553 40 B B R 33% ~93.58% , 4 #t WSSV
FEPAE X A iy Fp A T B 5 B B TR B A R, o5 T 3
FEAEE LR 21.67% ~34.21% , 2 4t WSSV FH
PEXTHRRE & rp A B A OSUAT B A B, AT 3 R
Y0 HuAE A 21.03% ~66.83% |

AR MK 4 MERRY, SR ALPE
Xof R =] B i 38 P A B R Y B vk 4
B BB B AE B A SR b i B R R[], 1 itk
FLYHEE ST R B A R0 WSSV, %4tk vk X oF iy 18
PR R FLER T B I B AR AL R A% ERFLER B, IR
JB8 F B p B T N B RN 4 EQ N 4 ., 2 HE ik
WSSV BHPE FLgA XU iz 38 L 30 e IR R & E
Ve I B 7 B I B AR 2 QB 2 88, AT
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Tab.3 The quantity of dominant bacteria general and the composition of dominant bacteria in the
intestinal tract of Lifopenaeus vannamei
N y 4
g PHHEGD yom/(Cruzg)  PVRALR HOR/(CFU/g) (R D)
dominant bacteria the composition of
batch R number K R number precentage
general (family) dominant bacteria
FLEKE B Lactococcus sp 4.78 x 108 ¥ ERFLERTE Lactococcus garvieae 4.78 x 108 100. 00%
1 E%m% . 1.13 x 108 84.33%
SCEIR Vibrio sp 134 x 10° Vibrio diabolicus
' e 4 ER I 7
Vibrio harveyi 2.10 x10 15.67%
o,
E!gmm% . 5.80 x 10 56.86%
MR 102 x10° Vibrio parahaemolytics
.02 x
Vibri 3
2 ook %ﬁ%ﬁﬁ . 3.13x108 30. 68%
Vibrio alginolyticus
kidlale 5.27 x 107 MR FRAE 5.27 107 100. 00%
Bacillus sp Bacillus cereus
ﬁ&&m% .. 2.39 x108 67.22%
B 3.55 x 10° Vibrio shilonii
.55 x
Vibri 3
e zgﬁym%ﬁ . 1.05 x 108 29.58%
3 Vibrio alginolyticus
REAHRE , L 4.52 x107 62.95%
WA 18 x 107 Staphylococcus epidermidis
Staphylococcus sp. 718 x 5 M A2 ER
. 2.66 x 107 37.05%
Staphylococcus haemolyticus
LR 4.31 x10° Shewanella amazonensis 4.31 x10° 100. 00%
Shewanella sp
%%ﬂﬂw% . 3.39x10° 80.33%
" IR 4,22 x10° Vibrio coralliilyticus
.22 x
Vibri _—
oo E!émm% , 8.30 x 10* 19.67%
Vibrio parahaemolytics
FOCHT R . EIN & ] 5
Photobacterium sp 2.65x10 Photobacterium damsela 2.65x10 100.00%
DHER 1.02 x10° BIICHHRE 1.02 x10° 100. 00%
Arthrobacter sp Arthrobacter arilaitensis
FOCHT R 6 EIN & ] 6
5 Photobacterium sp 8.02 10 Photobacterium damsela 8.02 %10 100.00%
*".‘5’3 3.72 x10° 3@%%‘ g 3.72 x10° 100. 00%
Vibrio sp Vibrio brasiliensis
RLEHR 2.60 x 10° Shewanella amazonensis 2.60 x10° 100. 00%
Shewanella sp
%%Eﬁm%. 6. 85 x 10° 80.87%
6 MR 3.45 x 107 Vibrio harveyi
.45 x
Vibri _—
ook E!émm% . 6.60 x 106 19.13%
Vibrio parahaemolytics
BRI 2.65 x 10° iadeuiilel 2.65 x10° 100.00%

Microbacterium sp

Exiguobacterium profundum

J E AR ZF AT TR LB, B/ AT B R E TR T/
FRH . 2 Kk WSSV 5 B i FLAN X KR 7 18
A E B & LK E B B Shewanella amazonensis 2,
A, IR R E I I B R i I | B P IR
R, RICHT R i 3 N\ B R OGHF I AL, AT
PR B PR A 1 HEIR WSSV B FLAY

TEXF AT i 310 B R R I R e G R A
SIER 2 AL, 0 26 BR TR 32 B 26 B B R 45 1
IR A A 2 HE UK B B X R0 WSSV [
P, F I B A A 38 P9I 580 B TR IR T R R I
B A 4 FRON B 2 AR, ZOBATF R R AR
FEAT B4 o
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Tab.4 The quantity of dominant bacteria general and the composition of dominant bacteria in the
intestinal tract of Fenneorpenaeus chinensis
IEECir o s pnert B/ (CFU/) HIRALAR B/ (CFU/g) (R Hb)
batch o 8 number the composition of dominant bacteria number percentage
(family)
HER 1.59 x 108 _ REMIE 1.59 x 108 100.00%
Vibrio sp Vibrio parahaemolytics
FOCATH R 7 EINY S id ] 7
Photobacterium sp 8.43x10 Photobacterium damsela 8.43x10 100.00%
IR 9 e 4 ER IR 9
Vibrio sp 1.08 x 10 Vibrio harveyi 1.08 x10 100. 00%
ROCHF R 8 ENERCHT s
Photobacterium sp 4.25x10 Photobacterium damsela 4.25x10 100.00%
oA x10° ~1.59 x 10° cfu/g, JF&Hs WSSV J5 3| AL XT
3 e

T A Y A W 5T K B LGN X AR A
BH X R P9 Y D0 34 R R Y T Ak AR A B B
ARG EA AR, HEE ALY
5], I R0 JE S A S R 4 AR £ R
fiE. INEJE N BRI R, B b R E
BB E 7 el 20.80% ~93.58% , X A fiE
FERFTFHINE A [F] 37 56 ) 7 FE A R [R] 1 52
Wi, WANG %5 55T % B0 A [ B %o F A 304 1k
TN 02w o I B R AR S R, BLAE R
W R B RS B R A B R 4 R 1.3 x 107
2.8 x10° 1.1 x 10* cfu/ B, 587%™ xR
JUANE XS B8 1 S R BEA TR 5T, L0 B A5 2
111 ke, )8 T 13 &, KGR iIlE
B.RERER BHERE BLRER
(Xanthomonas sp. ) WEHEE . P EYREH,1E
ARIFHT, REXNIFZIER FEEHA £
5, IR SRR (Vibrio sp. ) fBER L R
( Pseudomonas sp. ) LA K & Ye AT o J@ b X 4R I8 £k
EHE LR

WSSV 2t 5556 B Py % W g B P B ) 2
W, M) fEE TR, Y WSSV G 51
SR RHARBE T AW SRR B 52 I X A
H R — R BA FEAT R BRI A1, HoAth 7 LR
HAE 1THEARKH WSSV, 6 Ht WSSV FH#EX iR A
an R A I B IR & L4 #HE WSSV BH X HRAE
HR I B A TLIRTE R , 2 #Ht WSSV FH X R A
HR I B R OEAT R . ARG WSSV X MR A
T8 P9 AT BSR4 B B 2. 18 x 10 cfu/g, JE g
WSSV Xif B f [ 18 A R 55 5% 240 B B 50 1. 26
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B A AL A R AR R, 52 BT X R i B A )
KEZFNHENESHMIIERENE R
ll['ﬁ][ls_”] .
FEfRFRMXT AT B M AR P, — 2 1 3
2 ANB IR E 5 E i, OXLEY 251 35 iy
To B He B0 2 37 5 1) B8 75 X F, 7E (R R X
W 1 P IR B N IS B B YASUDA &1 %
PUAE H AR XTI M 4 (R BN B 2 RSB E B, I
BT R A AR I IE B B B, — R,
{H— SRR R BUR T, M8 F R T R
HBCEHE o 1E F B B R 5| AR X & A B,
REEBNE LT BRI | B S B e R R
SKJERMO F1 VADSTEIN " JIF 52 £ {4 14 BU% B 10
KEBERH BTSRRI EERRE, His
BER R E RN R AEEE R TRERIEE.
WIPASIRI %) 5% i 8 ¥ v, F A 4 G 9 JRR e
P ST 4 R B 0 FR DI AR B R 4
W R T8 SR RS R G, T B X LA — R BT
JEYLRE S . WINTON 451544 s e 9B 1 5 AL
YEXTEFMARPY , 7E 32 ~34°C By B B IR e FLgh
BEXTERAGRE ST HUTE 20 ~ 32 CHE IR, — B FRMHF
B BALS A MR 01 T B &5 R A 7R AR Y
R R ST T FHOTAFSE T X AR R G
] 5] KXt R il P B R & A A A B 1
FIBLHIF AN AR, T B — 2 BT ST
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Analysis of the culturable bacteria’ s quantity and composition in the
intestinal tract of cultivation shrimp

ZHANG Shengjing'”, ZHAO Xiaojin'*, SONG Xiaoling’, ZHANG Xiaojing’, WAN Xiaoyuan’, HUANG
Jie?
(1. College of Fisheries and Life Science, Shanghai Ocean University, Shanghai 201306, China; 2. Key Laboratory for

Sustainable Development of Marine Fisheries, Ministry of Agriculture,Yellow Sea Fisheries Research Institute , Chinese Academy of
Fishery Science, Qingdao 266071 ,China)

Abstract: In order to study the flora structure in the intestinal tract and the virus-carrying condition of the
different aquatic farm shrimps, we used conventional method of bacteria isolation, cultivation, purification
and bacteria 16SrDNA sequences analysis to analyze the total number of culturable bacteria , the species and
numbers of dominant bacteria and we used Nested polymerase chain reaction ( Nested PCR) method to detect
shrimp virus in Litopenaeus vannamei and Fenneorpenaeus chinensis cultivated in different farms of Jiangsu,
Shandong and the Republic of Korea. The results showed that the total number of culturable bacteria of
Litopenaeus vannamei and Fenneorpenaeus chinensis is between 10° and 10° CFU/g, and identified the
dominant bacteria isolated from the intestinal tract to genus ( species). The results showed that the dominant
bacterial respectively belong to Lactococcus sp, Vibrio sp, Bacillus sp, Photobacterium sp, Shewanella sp,
Arthrobacter sp and Microbacterium sp. Litopenaeus vannamei and Fenneorpenaeus chinensis samples are tested
positive for WSSV, 6 batches of shrimp samples which were tested positive WSSV, are isolated Vibrio sp from
intestinal tract, accounting for 33% - 93. 58% of culturable bacteria, 2 batches of shrimp samples which
were tested positive WSSV, are isolated Shewanella sp, from intestinal tract, accounting for 21. 67% -
34.21% of culturable bacteria, 4 batches of shrimp samples which were tested positive WSSV, are isolated
Photobacterium sp, from intestinal tract, accounting for 21.03% —66.83% of culturable bacteria.

Key words: shrimp; intestinal tract; culturable bacteria; dominant bacteria; WSSV
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