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Abstract In this research 30 pairs of m icrosatellite priners were used to analyze the genetic variation of the
selected populations n canmon camp (Cyprinus campio L)- The average alleles of each generation (F, —F,)
were 7. 761 9, 6. 918 9, 5 088 9, 4 666 7 respectively the average Polymomphisn Infomation Content
valies were 0. 6215, 0. 7512 0. 7314, 0. 743 1 respectively and the average heterozygosity were 0. 773 0,

0. 7135 0759 3 0 719 6 respectively which embodied that the directive breeding had affected the
population s genetic diversity The Chi-square test forHardyW einberg equilibriim and F-statistics indicated
that the generations breeding had changed the genetic structure of the populations with the perfomance of
increasing loci devialed fran the equilbrim and decreasing genetic differentiation coefficient between the
adjacent genemtions Fg valie (0. 099 O) suggested the selected population had reached to medim
differentiation and 906 of the genetic variation were distrbuted within populations The result of genetic

distance and genetic identity mplied that the distance has becane snaller between the adjacent generations
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and the identity becane greater but there was still a gap to the theoretical value so there was still potential

for further selection Therefore the artificial selection should be contnued to obtam the fmall success of

breeding program-
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Tab 2 Parameters of genetic variability and F -statistics for the four generations

F Fy F; F

N 7. 7619 6.918 9 5. 088 9 4. 666 7
H 0. 684 7 0. 787 2 0. 771 4 0. 780 2
Ho 0.773 0 0.7135 0.759 3 0.719 6
Cpp 0. 6215 0. 751 2 0. 731 4 0. 743
FeF#ME —0. 158 5 0. 086 6 0. 008 1 0.072 6
FoIi A B 0. 099 5
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Tab 3 Fg values of pairw iss canparison anong the four generations
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F3 0. 094 3 0. 047 0
F, 0. 090 8 0. 046 1 0. 039 8
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Tab- 4 The genetic distance (below diagonal) and genetic identity in the four generations
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F, 0. 800 1 0. 684 9 0. 681 4
F; 0. 697 5 03784 0.738 8
F, 0. 680 1 0.3837 0.3027
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