%19 55 141 W ERYEER Vol.19, No.1
20108 1 A JOURNAL OF SHANGHAI OCEAN UNIVERSITY Jan.,2010

NEHS. 1674—5566(2010)01—0050—06

FAPE BB RERRE
DPBEETRRAEE A

12 12 123 L2 . 12 ‘_‘1,2
FEe . BRN . HERE& . WRR . KPR . HER
(L WFITATHETEA SRABFIEIN ML IR 325005
2 WAL AR MR SR KIS WHT M 325005
3 WIRARAK MR A Fede 271018)

OB R U B 2 A 8 1 R A AT I S AR 44043 B H B0 R B bR TPOTO0L A T Ik e 9236 UE
SOZRAR A A AR R B R AN AT TS R AR E D 2 1 16S RNA 4F R, M 168
RNA FE R 751 53 A7 AR 5 40 B AR B 7 20 B0 R RV A T R AT, 45 SRR E AR TPOT01 570 5L (R #L i
(Pseudan onas putida B 56 R et B 98 0@ [RIRYE, 254 0% B bk a4 A= B0 A 8 7T 560 5 B bk
TPO701 2 % B AR L

SEGRR. S 16S IRINA FE R 5 2% 5315 B0

PESES. S 943 MERFRIRRD: A

Identification and phylogenetic analysis of a pathogenic
bacterial strain isolated from Oplegnathus fasciatus
w ith tail rot and whitish sym ptom
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Abstract A pathogenic bacterial strain TPO701 was isolated fran red dnm (Oplegnathus fasciatus) with tail
rot and whitish symptan- It was proved to be the pathogen of the red dnm (Oplegnathus fasciatus) by
artificial infection test The traditional physiological and biochem ical experiments were done To investigate
the phylogenetic position of this pathogen 16S DNA of TPO701 was sequenced and campared with that of
other related strains Molecular phylogenetic tree was constiucted based on the genetic distance analysis The
results showed that strain TPO701 exhibited the highest levels of siilarity to the Pseudamonas Putida

Analysizing all the results of severalmethods strain TPO701 was identified as Pseudamonas Putida
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Fig 1 Oplegnathus fasciatus diseased tail rot and whitish
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Tab 1 Results of artificial infection experment
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Fig 2 Gram stain of strain TPO701
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Tab 2 Biochen ical and physiological

character istics of strain TP0701
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Fig 3 Results of PCR production electrophoresis
of isolated strain TPO701
M. Maiker DL2000; 1 2. Bk TPO701fy PCR=4,

1/2[(3[4/5 67 8|9 10/ 11]12[13 [14 [15[16 [17 [18 [19 |
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7 (4234 |30 19 138 oo |63 (%95 993 967 (884|889 |995 |987 (388 (%83 |90 |970 | 7 | Pseudomonas monteilii(AF021409).seq
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Fig 5 Phylogenetic tree based on 16S RNA genes
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Tab- 3 Sensitivity of the strain TP0701 to antbacterial agents
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UOBf % 30 =14 15~18 = 19 0 R
Wra R 30 = 16 17~23 = 2 18 1
HER 30 =13 14~17 = 18 12 R
HEHER 100 = 13 14~16 = 17 22 1
28 3 10 =11 12~14 = 15 20 S
AE% 30 = 12 13~17 = 18 36 S
RREE 10 = 12 13~14 = 15 18 s
PR3 15 = 13 14~22 = 23 34 S
I s 30 =14 15~17 = 18 0 R
e ey 30 = 1 15~17 = 18 0 R
S hnE 30 =1 15~17 = 18 0 R
Wk I 2 [X] 30 = Uu 15~16 = 17 0 R
GO 30 = 13 14~20 = 21 19 I
SR 75 =15 16~20 = 21 22 s
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FIRIR 10 = 12 13~16 = 17 21 S
277 P 23.5/1 25 = 10 11~15 = 16 24 s
FHET 5 = 16 17~19 = 20 21 S
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