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Construction of ¢cDNA library of a green microalga,
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Abstract; The freshwater green microalga Myrmecia incisa was isolated from Mt. Tateyama, Japan. It is well-
known by far that this microalga is the richest source of one polyunsaturated fatty acid (PUFA) , arachidonic
acid (20:4w6, AA). Total RNA was isolated from this alga by Trizol method, and the cDNA library of
M. incisa was constructed using SMART ¢DNA Library Construction Kit, Clontech, Inc. The titer of
unampified library reached 6 x 10° pfu/mL, and the recombination rate was about 95. 83%. PCR
amplification of randomly selected positive clones illustrated the inserted ¢cDNA fragments ranged from 0.5 kb
to 1.5 kb, and the average length was about 1 kb. All these resulis suggested that the ¢cDNA library was
successfully constructed.
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Fig.1 Agarose gel eleetrophoresis of total RNA
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