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AFLP fingerprinting of the introduced stock of
Sarotherodon melanotheron in China
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Abstract; The genetic fingerprinting of the introduced stock of Sarotherodon melanotheron in China was
analyzed using AFLP technique. A total of 247 fragments were detected in the 25 samples using eight primer
pairs, the number of fragments produced by each pair of primers were 27 ~ 34, the average fragments was
30.9, the average polymorphic loci of this stock were 16. 6% . 25 genotypes were found with each sample
owning one genotype. The genetic similarities of the introduced stock of S. melanotheron varied form 0.925 to
0.995. These results could be served. as genetic base for its management and conversation.
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Tab.1 Number of fragments and genotypes observed in S. melanotheron using 8 pairs of primers

319 WA B EZITIE ZAPLR LB 2 Jikik 4
E-AAC/M-CTC 31 3 9.7% 4
E-AAG/M-CTC 27 7 25.9% 10
E-ACA/M-CTC 34 8 23.5% 10
E-ACT/M-CTG 32 6 18.8% 7
E-ACC/M-CTA .33 5 15.2% 6
E-ACG/M-CTG 31 4 12.9% 5
E-ACG/M-CTT 30 7 23.3% 7
E-AGC/M-CAG 29 6 20.7% 8
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Tab.2 Phenotypes of polymorphic loci observed in S. melanotheron

b e 2iv)

SMO1 0101000100 0001011100 0110000010 0101100010 000001
SM02 0101000100 0000011101 1110001100 0000000011 100111
SM03 0101000100 0000010000 0101111100 0000001010 100001
SMO04 0101000000 0000011000 0110000000 0100000010 000000
SMO5 0101000100 0001010000 0110000000 0100000010 010001
SM06 0101000111 0011111101 1111101111 1100000111 111011
SM07 0101000100 0100110000 0110101000 0100000010 000001
SM08 0101000000 0001111010 0110101000 0000000000 000001
SM09 0101000111 1011111101 1110011111 1011101111 101011
SM10 0101000000 0000011101 1110011110 6000001111 160001
SM11 0101000000 0001111010 0100001100 0000010010 000001
SM12 0101000111 1111111100 0011101111 1111111011 111001
SM13 0100000000 0000011000 0110101000 0000000010 000001
SM14 0101000000 0000011000 0110101100 0000000010 000001
SM15 0101000000 0001111010 0110000000 0001100000 000001
SM16 0101000100 0001111000 0100000000 0000000010 000001
SM17 1110111000 0000011000 0110000000 0100000010 000001
SM18 ’ 0101000100 0000010000 0110001100 0100000000 000001
SM19 1010000100 0000011010 0110000000 0000000000 000001
SM20 1110111000 0001001010 0100000000 0100000010 000001
SM21 1011111000 0001011001 1110000000 0000000000 000001
SM22 0001111100 0000011010 0110000000 0000000010 000001
SM23 0100000000 0000011000 0110000000 0000000010 000001
SM24 1110111100 0001011000 0110000000 0000000000 000001
SM25 1111000000 0000011000 0110000000 0100000010 010001
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