8 14 %58 418 Wl KT RKEEH Vol. 14, No.4
2005 4¢ 12 A JOURNAL OF SHANGHAI FISHERIES UNIVERSITY Dec.,2005

NERS: 1004 — 7271(2005)04 - 0359 - 05

R IR ES K TRoA EFEEFEHEART
ABEMBERHRIZEZER

wEN, x| %
(MK P A ARG, LM 200090)

W OE A TEHRITH RIS R Z R TRA ZEEFHRAFAESEENER PRI ES, U LFRIREE T, f1
BRIR AL BN TReA R FIKHIF I, R T2 E & RI-PCR B E FHARF AT N ECSLH R B R 24
TRoA mRNA 7K, R BN, FEERFERSK BB T RIBIMEZ & TReA ERRZFENEER, AT
INEIESH TReA RIZBEEGIGIES 2 24 HBHIE I REX S, HEREETHE, 30 HRZEHE
Hidt sk B XGRS, 22860 38 AR MBI RERE, MESTE-ITRERE, ERE
REBFIR T BEEEMAT . FORIREER T, A H MR L 5 0 8 1E 8 AR, TReA BIRIA WA
B2 EFREME T, AL 3AH D TReA RIXHAR, MR L TReA RIXERTMIER. FRBEE T,
X 2B A 6 TRoA BN B R AT RER F IR VER

KB T AR FRIRBR 2 £ R

MEZHES 5917 XEkERIRES: A

Differential expression of thyroid hormone receptor alpha
A gene in metamorphosis of Paralichthys olivaceus

SHI Zhi-y1, LIU Hua
( Research Center of Biotechnology , Shanghat Fisheries University , Shanghai 200090, China)

Abstract: In order to study the expression of thyroid hormone receptor alphaA (TRaA) gene and the treating effects
of thyroxine (T,) and thiourea (TU) on the expression of TRoA gene during metamorphosis in Paralichthys
olivaceus , semi-quantification RT-PCR of TReA mRNA was performed. The result shows that it was a significant
difference of the mRNA expression at different development stages of Paralichthys olivaceus . the mRNA expression
of TRaA showed a tendency to increase slowly from fertilized eggs to 45 day during premetamorphosis, reaching the
first peak at 24 day, reaching the second peak at the end of climax 38 day which was higher than the first peak.
Thereafier the expression decreased again in adult. There was also a significant difference of the mRNA expression
among control group, Ty group and TU group. TReA mRNA level in T, group was significantly lower than the age-
maiched control; The mRNA level in TU group was higher in comparison with the age-matched control. Thyroid
hormone T, may down-regulate TRaA gene mRNA expression during metamorphosis in Paralichthys olivaceus .
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Fig.3 Expression of TReA gene at different development
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